Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.036; wR factor = 0.084; data-to-parameter ratio = 13.7.
In the title compound, [Zn(C 8 H 5 NO 5 )(H 2 O) 5 ]ÁH 2 O, the Zn II atom is coordinated by one O atom from the 2-(5-carboxylato-2-oxidopyridinium-1-yl)acetate ligand and by five water molecules, forming a distorted octahedral geometry. Coordinated and uncoordinated water molecules form O-HÁ Á ÁO hydrogen bonds, leading to a three-dimensional framework. 
Related literature

Experimental
Crystal data [Zn(C 8 
Data collection
Bruker APEXII area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0. Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2006 ); cell refinement: SAINT (Bruker, 2006) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: IS2541). 
Comment
The pyridinium carboxylate ligands, containing both of carboxylate and quaternary ammonium groups, have been extensively employed to design and construct novel complexes due to its versatile coordination behavior to metal ions (Zhang et al., 2003; Szafran et al., 2006; Yang et al., 2010) . Herein, we report the synthesis and crystal structure of a new complex, 
Experimental
All the starting materials and solvents were obtained commercially and were used without further purification. A mixture of
, and purified water (15 ml) was sealed in a 25 ml stainless steel reactor and kept at 393 K for 3 d. Then, the reactor was cooled to room temperature at a speed of 5 K/h. A large quantity of colorless single crystals were filtered out of the mixture with the yield of 85%.
Refinement
The C-bound H atoms were positioned geometrically and included in the refinement using a riding model, with C-H = 0.93 or 0.97 Å, and with U iso (H) = 1.2U eq (C). The O-bound H atoms was located in a difference Fourier map and refined, with the distance restraint of O-H = 0.82 (2) Å, and with U iso (H) = 1.2U eq (O).
Figures Fig. 1 . The molecular structure of the title compound, with 30% probability displacement ellipsoids. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds Symmetry codes: (i) x+1, −y+1/2, z+1/2; (ii) −x, −y, −z+1; (iii) −x, y−1/2, −z+1/2; (iv) x+1, −y+3/2, z+1/2; (v) −x, y+1/2, −z+1/2; (vi) −x, −y+1, −z+1.
